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Correction to: Evaluating the impact of
topological protein features on the
negative examples selection
Paolo Boldi†, Marco Frasca*† and Dario Malchiodi†
Correction to: BMC Bioinformatics 2018, 19(Suppl 14):417
https://doi.org/10.1186/s12859-018-2385-x
After publication of the original article [1], it was no-
ticed that the dagger symbol indicating equal contribu-
tion wasn’t added next to the names of all authors. The
author list in this correction article has been modified to
represent this correctly.
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